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Abstract. A new species of the genus Brachytarsophrys is described from
Guangxi Zhuang Autonomous Region, China. The new species can be
distinguished from its congeners by a combination of morphological characters:
body size relatively small, dorsal skin smooth with a few large tubercles on
dorsum and crotch, snout relatively long, eye relatively small, foot relatively
short, pectoral glands orange, upper iris blood red and lower iris reddish
brown, nuptial pad present on first finger in adult male. Phylogenetically, the
new species differs from other species of the genus by a genetic divergence
0f4.2-15.7 % and 3.3—-15.2 % in COI and cytb genes, respectively. This study
brings the total number of the species of Brachytarsophrys to 12, with 10
occuring in China and three in Guangxi.
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r. Kyubmun, Kuran

AHHOmayus. B cTaTbe ONMUCHIBAETCS HOBBI BUA poaa Brachytarsophrys us
I'yancu-YxyaHckoro aBTOHOMHOTO paiioHa, Kutait. HoBbli1 Bup oTandaercs
OT APYTUIX ITPEACTABUTEAEI POAA ITO COBOKYITHOCTH PsIA2 MOP(POAOIMIECKMX
MPM3HAKOB: OTHOCUTEABHO HeOOADBIINEe pasMephl TeAd; FAaAKas KoXKa Ha
CIVHE; HECKOABKO KPYITHBIX OYrOPKOB Ha CIIMHE U B IIAXOBOW 00AaCTH;
OTHOCUTEABHO AAVHHASI MOPAQ; OTHOCUTEABHO HEOOABIIIVIE TAQ32; OTHOCUTEABHO
KOPOTKVe HOTY; OpaHyKeBble I'PYAHbIE )KeAe3bl; KpOBaBO-KpacHas BEPXH:IA U
KPaCHOBATO-KOPUYHEBAS HIDKHSISI YaCTb PAAY’KHOI 000AOUKM TAa3a; HAAMINe
Ha MIepBOM IaAblie B3POCABIX CAML[OB OpayHOI MO30AU. DYAOTeHETUYECKN
HOBBII BMA OTAMYAETCS OT APYTMX BUAOB POAA CTENEeHbIO TeHeTUIecKoi
auBeprenuun: 4,2-15,7 % no reny COI u 3,3-15,2 % no reny cytb. Takum
obpasoM, pop Brachytarsophrys HacUMTBIBaeT ABEHAALIATb BUAOB, ACCATD U3

Ipasa: © Asropsi (2026). Ony6auko- ~ KOTOPBIX BCTpevaioTcs B Kurae v Tpy 13 HUX B aBTOHOMHOM paitoHe [yaHcu.
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Introduction

The genus Brachytarsophrys Tian & Hu,
1983 is a group of large frogs in the family
Megophryidae, commonly known as Short-
legged Toads (Wu et al. 2025). This genus is
mainly distributed in Myanmar, Laos, Viet-
nam, southern China, and northern Thailand,
and currently includes 11 species, namely
B. carinense (Boulenger, 1889), B. chuanna-
nensis Fei, Ye & Huang, 2001, B. feae (Bou-
lenger, 1887), B. guilinensis Wu, Pan, Xiao,
Chen, Yu & Wei, 2025, B. intermedius (Smith,
1921), B. orientalis Li, Lyu, Wang & Wang,
2020, B. platyparietus Rao & Yang, 1997,
B. popei Zhao, Yang, Chen, Chen & Wang,
2014, B. giannanensis Li, Liu, Yang, Wei & Su,
2022, B. wenshanensis He, Huang, Li, Chen
& Yuan, 2024, and B. wui Lyu, Zhou & Long,
2026 (Frost 2026). Among the eleven species,
nine are distributed in China, and two have
been recorded in Guangxi Zhuang Autono-
mous Region (Wu et al. 2025; AmphibiaChina
2026; Lyu et al. 2026).

During our field survey in Guangxi
Zhuang Autonomous Region, China, in 2019,
a specimen of Brachytarsophrys was collected
from Jinxiu County, Laibin City. Subsequent
molecular and morphological analyses indi-
cated that this specimen was distinctive from
all known species of the genus Brachytarsoph-
rys. Herein, we describe this specimen as a
new species.

Materials and methods

The frog was collected by hand at night.
Photographs were taken before euthanasia.
Specimen was preserved in 75 % ethanol and
deposited in the Kunming Natural History
Museum of Zoology, Kunming Institute of
Zoology, Chinese Academy of Sciences (KIZ).

Morphological measurements were
taken with digital calipers to the nearest
0.1 mm, the measurements followed Wu et al.
(Wu et al. 2025): snout—vent length (SVL),
from the tip of the snout to the vent; head
length (HL), from the tip of the snout to the
rear of the jaw; head width (HW), the width of
the head at its widest point; snout length (SL),
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from the tip of the snout to the anterior cor-
ner of the eye; internarial distance (IND), the
distance between the nares; interorbital dis-
tance (IOD), the minimum distance between
the upper eyelids; eye diameter (ED), the di-
ameter of the exposed portion of the eyeball;
hand length (HAL), from the proximal end of
the outer metacarpal tubercle to the end of
the third finger; forearm length (FOL), from
the proximal end of the outer metacarpal tu-
bercle to the elbow joint; tibia length (TL), the
distance from the knee to the heel; and foot
length (FL), from the proximal end of the in-
ner metatarsal tubercle to the tip of the fourth
toe. The webbing formula followed Myers and
Duellman (Myers, Duellman 1982).

Total genomic DNA was extracted from
liver tissue. Fragments of the mitochondrial
cytochrome oxidase subunit I gene (COI)
and cytochrome b gene (cytb) were ampli-
fied and sequenced. The primers Chmf4:
5-TYTCWACWAAYCAYAAAGAYATC-
GG-3' and Chmr4: 5'-ACYTCRGGRTGRC-
CRAARAATCA-3' (Che et al. 2012) and PF-
Glul4140L: 5'-GAAAAACCACTGTTGTH-
HYTCAACTA-3' and PFThr15310: 5'-CG-
GYTTACAAGACCGRTGCTTT-3' (Zhang
et al. 2013) were used for COI and cytb, re-
spectively. The reaction condition and meth-
od for amplification and sequencing followed
Li et al. (Li et al. 2020). The new sequences
have been deposited on GenBank and other
sequences used in this study were obtained
from GenBank (Table 1). Atympanophrys
shapingensis (Liu, 1950) was used as the out-
group according to He et al. (He et al. 2024)
and Wu et al. (Wu et al. 2025).

DNA sequences were aligned using MUSCLE
(Edgar 2004) integrated in MEGA 11 (Tamura
etal. 2021). The best substitution models were
selected using ModelFinder (Kalyaanamoorthy
et al. 2017) under the Bayesian information criteri-
on. Bayesian inference and maximum likelihood
analysis were constructed based on a concate-
nated dataset of COI and cytb fragments. Bayes-
ian inference was performed in MrBayes 3.2.6
(Ronquist et al. 2012) using the GTR+F+1+G4
model. Markov Chain Monte Carlo simulations
were run for 5,000,000 generations, sampling
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Table 1

Localities, voucher information, and GenBank numbers for all samples used in this study

TabAnma 1

Mecra coopa o6pasuos, nunpopmanus 06 o6pasax u Homepa GenBank AAs Bcex oOpasuos,

NCIIOAb30BAHHBIX B AAHHOM MCCAE€AOBAHUN

Species Locality Voucher COI cytb
1 2 3 4 5

Brachytarsophrys . . .
L ) Jinxiu, Guangxi, China KI1Z2019035 PZ7240000 P7244981
Jinxiuensis Sp. nov.
B

rachytarsophrys Chiang Mai, Thailand K3001 KRO87626 —
carinense
Brachytarsophrys Omkoi, Chiang Mai, KIZ 024170 | MT162640 | MT162663
carinense Thailand
Brachytarsophrys Mae Hong Son, Thailand KIZ 024429 | MT162641 | MT162664
carirense
Brachytarsophrys Kanchanaburi, Thailand KIZ 024640 | MT162642 | MT162665
carinense
Brachytarsophrys Hejiang, Sichuan, China SYSa004926 | MH406364 | MH407194
chuannanensis
Brachytarsophrys Hejiang, Sichuan, China SYSa004927 | MH406365 | MH407195
chuannanensis
Brachytarsophrys feae |Jingdong, Yunnan, China SYS a003912 MH406362 | MH407192
Brachytarsophrys feae |Jingdong, Yunnan, China SYS a003913 MH406363 | MH407193
Brachytarsophrys feae |Jingdong, Yunnan, China KIZ 046706 KX812056 —
Brachytarsophrys Guilin, Guangxi, China GXNU YU000903 | PV817819 | PV820718
guilinensis
Brachytarsophrys Guilin, Guangxi, China GXNU YU000904 | PV817820 | PV820719
guilinensis
Brachytarsophrys Guilin, Guangxi, China GXNU YU000905 | PV817821 | PV820720
guilinensis
Brachytarsophrys Guilin, Guangxi, China GXNU YU000906 | PV817822 | PV820721
guilinensis
Brachytarsophrys Guilin, Guangxi, China GXNU YU000907 | PV817823 | PV820722
guilinensis
Brachytarsophrys Guilin, Guangxi, China GXNU YU000908 | PV817824 | PV820723
guilinensis
Brachytarsophrys Guilin, Guangxi, China GXNU YU000909 | PV817825 | PV820724
guilinensis
Brachytarsophrys Guilin, Guangxi, China GXNU YU000910 | PV817826 | PV820725
guilinensis
B
Brachytarsophrys Krong Pa, Gia Lai, Vietnam | ROM 23794 | MT162643 | MT162666
intermedia
Brachytarsophrys Longnan, Jiangxi, China SYSa004225 | MT162625 | MT162650
orientalis
Brachytarsophrys Longnan, Jiangxi, China SYSa004226 | MT162626 | MT162651
orientalis
B

rachytarsophrys Longnan, Jiangxi, China SYSa004227 | MT162627 | MT162652
orientalis
Brachytarsophrys Longnan, Jiangxi, China SYSa004228 | MT162628 | MT162653
orientalis

588

https://www.doi.org/10.33910/2686-9519-2026-18-2-586-598



S. Liu, M. Hou, D. Rao

Ta6aumna 1. IIpoposkenue

Table 1. Continuation

1 2 3 4 5
Brachytarsophrys Longnan, Jiangxi, China SYSa004486 | MT162629 | MT162654
orientalis
B

rachytarsophrys Longnan, Jiangxi, China SYSa005451 | MT162632 | MT162655
orientalis
Brachytarsophrys Shanghang, Fujian, China SYSa003249 | MT162623 | MT162648
orientalis
Brachytarsophrys Nanjing, Fujian, China SYSa003340 | MT162624 | MT162649
orientalis
B
rachytarsophrys Dayao, Yunnan, China SYS 005919 | MT162633 | MT162656
platyparietus
Brachytarsophrys Longlin, Guangxi, China SYSa002236 | MT162622 | MT162647
platyparietus
Brachytarsophrys Tongren, Guizhou, China YPX43968 MT162644 | MT162667
platyparietus
B
rachytarsophrys Xinping, Yunnan, China SYSa007774 | MT162634 | MT162657
platyparietus
Brachytarsophrys Xinping, Yunnan, China SYSa007775 | MT162635 | MT162658
platyparietus
Brachytarsophrys Xinping, Yunnan, China SYSa007776 | MT162636 | MT162659
platyparietus
B
rachytarsophrys Xinping, Yunnan, China SYSa007777 | MT162637 | MT162660
platyparietus
Brachytarsophrys Shiping, Yunnan, China SYSa007790 | MT162638 | MT162661
platyparietus
Brachytarsophrys Yanbian, Sichuan, China SYSa007853 | MT162639 | MT162662
platyparietus
Brachytarsophrys popei | Yanling, Hunan, China SYS a001864 MH406361 | MH407191
Brachytarsophrys popei | Yanling, Hunan, China SYS a001865 MT162620 | MT162645
Brachytarsophrys popei | Yanling, Hunan, China SYS a001866 MT162621 | MT162646
. T
Brachytarsophrys popei ](‘:Tffzngs an, Jiangxi SYS 004209 | MK524155 —
Brachytarsophrys . . . CIB
giannanensis Libo, Guizhou, China LB20210806053 OK104052 | OK127913
Brachytarsophrys . . . CIB
giannanensis Libo, Guizhou, China LB20210806054 OK104053 | OK127914
Brachytarsophrys . . . CIB
Libo, Guizhou, Ch K104054 | OK12791
giannanensis ibo, Guizhou, China 1B20210806055 | O 104054 | OK127915
Brachytarsophrys . . . CIB
Libo, Guizhou, Ch K104055 | OK127916
giannanensis ibo, Guizhou, China 1B20210806056 | O ©
B
rachytarsophrys Xichou, Yunnan, China SWU 0004072 | PP155195 | PP156671
wenshanensis
Brachytarsophrys Xichou, Yunnan, China SWU 0002976 | PP155198 | PP156670
wenshanensis
Brachytarsophrys Xichou, Yunnan, China Yuan25290 PP155197 | PP156669
wenshanensis
Brachytarsophrys Xichou, Yunnan, China Yuan25291 PP155196 | PP156668
wenshanensis

Amurian Zoological Journal, 2026, vol. XVIII, no.

589



A new species of the genus Brachytarsophrys Tian & Hu, 1983 (Anura: Megophryidae) from Guangxi, China

TabAuna 1. Oxkonyanue

Table 1. End

1 2 3 4 5
Brachytarsophrys wui | Shigian, Guizhou, China GIB1972725 PX568569 —
Brachytarsophrys wui | Shigian, Guizhou, China GIB1972746 PX568570 —
Brachytarsophrys wui | Shigian, Guizhou, China GIB20408 PX568568 —
B f.
p:;Z’y tarsophrys cf. | & .angdong, China YTP34994 PV819270 | PV820726
Brachytarsophrys cf. .
popei Guangdong, China YTP34995 PV819271 | PV820727
Brachytarsophrys cf. .
popei Guangdong, China YTP34996 PV819272 | PV820728
Atympanophrys Hongya, Sichuan, China SYSa005310 | MH406352 | MH407182
shapingensis

every 100 trees. Maximum likelihood analysis
was performed in IQ-TREE 1.6.12 (Nguyen
et al. 2015) using the TPM2u+F+1+G4 model
with 1,000 ultrafast bootstrap replicates. Un-
corrected pairwise distances were calculated
in MEGA 11 (Tamura et al. 2021) for COI and
cytb, respectively.

Results

Bayesian inference and maximum likeli-
hood analysis resulted in identical topologies
(Fig. 1). The specimen from Jinxiu County
formed a distinct taxon, but its phylogenet-
ic position was not resolved due to the low
support rates for related nodes. The genetic
distances between the specimen from Jinxiu
County and other species of this genus ranged
from 4.2 % (vs. B. cf. popei) to 15.7 % (vs. B. in-
termedia) in COI (Table 2), and the genetic
distances between the specimen from Jinxiu
County and other species of this genus ranged
from 3.3 % (vs. B. popei) to 15.2 % (vs. B. cari-
nense and B. intermedia) in cytb (Table 3).

Brachytarsophrys jinxiuensis sp. nov.
https://www.zoobank.org/
NomenclaturalActs/99EF9365-74AC-46B1-
939E-73404DF5D04C
(Figs 2—3, Table 4)

Type material. Holotype: KIZ2019035,
adult male, collected by Shuo Liu on 5 Sep-
tember 2019 from Jinxiu Town, Jinxiu Coun-
ty, Laibin City, Guangxi Zhuang Autonomous
Region, China (24°6'52" N, 110°11'28" E;
1000 m a. s. 1.).
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Etymology. The specific name jinxiuensis
refers to the type locality Jinxiu County. We
suggest the English common name to be ‘Jinx-
iu Short-legged Toad’ and the Chinese com-
mon name to be ‘& FHFEHRIE" .

Diagnosis. The new species can be distin-
guished from its congeners by the combina-
tion of the following morphological charac-
ters: body size relatively small, SVL 81.5 mm
in a single adult male; dorsal skin smooth with
a few large tubercles on dorsum and crotch;
head moderately large, HL/SVL 0.37, HW/
HL 1.32 in a single adult male; snout relative-
ly long, SL/HL 0.33, SL/SVL 0.12 in a single
adult male; eye relatively small, ED/HL 0.20,
ED/SVL 0.07 in a single adult male; foot rel-
atively short, FL/SVL 0.42 in a single adult
male; pectoral glands distinct, orange; femo-
ral glands indistinct, white; upper iris blood
red, lower iris reddish brown; ventral surface
of body light brown with many indistinct gray
patches; and nuptial pad indistinct, on dorsal
surface of first finger in adult male.

Description of holotype. Adult male, body
stout, SVL 81.5 mm; head quite large, flat,
HL/SVL 0.37, HW/SVL 0.49, extremely wide,
HW/HL 1.32; snout short, tip blunt, rounded
in dorsal and ventral views, SL/HL 0.33, SL/
SVL 0.12, longer than eye diameter, SL/ED
1.66; canthus rostralis distinct; loreal region
sloping, slightly concave; nostrils oval, oblique,
slightly closer to eye than to snout tip; interna-
sal distance smaller than interorbital distance,
IND/IOD 0.83; interorbital region flat, interor-
bital distance significantly larger than width of

https://www.doi.org/10.33910/2686-9519-2026-18-2-586-598
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Table 2
Uncorrected pairwise genetic distances (%) based on COI sequences
TabAuma 2
HeckoppeKkTupoBaHHbIe MONapHbIe reHeTU4YecKue paccTostHus (%) Ha OCHOBe
nocAaepoBareAbHocTeln COI
12|34 |5|6|7|8|9 (101112
1 Brachytarsophrys jinxiuensis sp.
nov.
2 | Brachytarsophrys carinense 15.3
3 | Brachytarsophrys chuannanensis| 9.2 |14.7
4 | Brachytarsophrys feae 9.3 |15.4| 6.3
5 | Brachytarsophrys guilinensis 47 (158 9.1 | 9.6
6 | Brachytarsophrys intermedia 15.7(12.1|16.3|15.2|15.8
7 | Brachytarsophrys orientalis 52 |15.8| 85 |94 | 3.7 |15.7
8 | Brachytarsophrys platyparietus | 9.3 |14.6| 5.8 | 6.9 | 8.4 [159| 8.4
9 | Brachytarsophrys popei 47 |15.7| 8.7 |10.4| 3.6 (15.6| 4.2 |7.6
10 | Brachytarsophrys qiannanensis | 6.0 |159| 7.7 | 9.1 | 4.9 |16.6| 4.6 |7.2| 5.3
11 | Brachytarsophrys wenshanensis |11.6[15.8| 8.3 | 8.8 | 9.9 [16.1|10.9|6.8|10.5|9.8
12 | Brachytarsophrys wui 4.5 116.0| 9.1 | 95| 2.7 |16.2| 3.5 82| 4.3 |4.9|10.2
13| Brachytarsophrys cf. popei 4.2 |15.8] 9.1 |10.1| 3.8 [15.4| 3.5 |8.4| 3.4 [4.9|10.2|2.6

upper eyelid; occipital region slightly uplifted
on each side, forming two feeble bulges and a
longitudinal concave groove along the middle
line on occiput; a distinct transverse groove
behind head; eye small, ED/HL 0.20, ED/SVL
0.07; pupil vertical; tympanum invisible; su-
pratympanic fold distinct, narrow and straight;
pineal ocellus absent; vomerine teeth distinct,

in two series, separated by distance larger than
length of each series; choanae large, rounded;
tongue rounded, slightly notched posteriorly;
a single subgular vocal sac, vocal sac opening
relatively small, oval, at bottom of each corner
of mouth.

Forelimbs moderately long and robust; fin-
gers thick, tip of each finger round, feebly di-

Table 3
Uncorrected pairwise genetic distances (%) based on cytb sequences
TabAuma 3
HeckoppeKkTupoBaHHbIe NONapHble FeHeTUYeCKNe paccTosiHus (%) Ha OCHOBe
NOCAEAOBATEABHOCTEI Ccyth
1 23| 4 5|6 78] 9|10 |11
1 |Brachytarsophrys jinxiuensis sp. nov.
2 | Brachytarsophrys carinense 15.2
3 | Brachytarsophrys chuannanensis 9.7 |16.0
4 | Brachytarsophrys feae 94 |16.4| 8.6
5 | Brachytarsophrys guilinensis 3.7 |155] 9.1 | 9.0
6 | Brachytarsophrys intermedia 15.2(12.4|16.2|15.4|15.2
7 | Brachytarsophrys orientalis 3.8 |14.9| 9.8 | 9.6 | 4.4 |15.7
8 | Brachytarsophrys platyparietus 8.6 (163| 93 | 81 | 84 [157]9.1
9 | Brachytarsophrys popei 3.3 |14.4| 89| 95 | 3.7 |15.9(4.0| 8.6
10 | Brachytarsophrys qiannanensis 7.0 [14.71 92 98 | 7.1 |16.1]6.2]8.8| 7.0
11 | Brachytarsophrys wenshanensis 94 |17.1/10.7| 88 | 9.4 |16.6]9.6|6.2| 9.0 | 10.0
12 | Brachytarsophrys cf. popei 3.7 115099 | 9.7 | 41 |153(4.2|89| 32| 6.6 | 9.8
Amurian Zoological Journal, 2026, vol. XVIII, no. 2 591



A new species of the genus Brachytarsophrys Tian & Hu, 1983 (Anura: Megophryidae) from Guangxi, China

Table 4
Morphometric measurements (mm) of the type specimen of Brachytarsophrys jinxiuensis sp.
nov.
Ta6auna 4
Mopdomerpuueckue usmepenusi (MM) TUIIOBOTO 3K3eMnAsipa Brachytarsophrys jinxiuensis sp.
nov.
SVL | HL | HW | SL | IND | IOD | ED | HAL | FOL | TL | FL
KIZ2019035 81.5 (302|398 | 10.1 | 86 | 104 | 6.1 | 19.7 | 17.5 | 33.4 | 34.0

lated; relative finger lengths III > IV > II > I;
feeble lateral fringes present on fingers Il and
IV; webbing between fingers absent; subar-
ticular and supernumerary tubercles absent;
inner palmar tubercle distinct, outer palmar
tubercle quite indistinct; nuptial pad indis-
tinct, on dorsal surface of first finger.

Hindlimbs short and robust; heels do not
meet when hindlimbs flexed at right angles
to axis of body; tibiotarsal articulation reach-
ing angle of mouth when hindlimb stretched
forward alongside body; toes short and thick,
tip of each toe rounded, feebly dilated; relative
toe lengths IV > III > V > II > [; lateral fring-
es developed, present on all toes; webbing
formula:  11-2I11%-2%I112-3%IV3%-1%V;
subarticular and supernumerary tubercles
absent; inner metatarsal tubercle large, oval;
outer metatarsal tubercle absent; tarsal fold
absent.

Skin texture in life. Dorsal skin smooth,
slightly shagreened, some large tubercles on
dorsum and crotch; several small warts along
edge of upper eyelid, a larger conical horn-like
tubercle on upper eyelid on each side; ventral
skin smooth; pectoral glands distinct, near
axilla on each side; femoral glands indistinct,
on rear of thigh on each side.

Coloration of holotype in life. Dorsal sur-
face of head and body yellowish brown, a dark
brown transverse stripe between eyes, some
small black spots on dorsum; dorsal surface of
limbs brown with indistinct dark bands; up-
per iris blood red, lower iris reddish brown;
upper lip light yellow; tympanic region brown;
flank grayish brown, some large yellow spots
on crotch and lower flank and base of thigh;
ventral surface of head light brown with some
black patches; ventral surface of body light
brown with many indistinct gray patches;
ventral surface of limbs purplish brown with
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some indistinct gray patches; pectoral glands
orange, femoral glands white.

Comparisons. Brachytarsophrys jinxiuen-
sis sp. nov. can be easily distinguished from
B. carinense, B. chuannanensis, B. feae, B. in-
termedius, and B. platyparietus by having a
smaller body size in adult males (SVL 81.5 mm
vs. > 90 mm); from B. giannanensis by having
a relatively narrower head in males (HW/HL
1.32 vs. 1.57-1.76); and from B. wenshanen-
sis by having a relatively wider head in males
(HW/HL 1.32 vs. 1.18-1.25).

Brachytarsophrys jinxiuensis sp. nov. can
be distinguished from B. guilinensis by hav-
ing relatively smoother dorsal skin (dorsal skin
smooth, slightly shagreened, with a few large
tubercles vs. dorsal skin rough, with many some
small granules and some large tubercles), male
with nuptial pad on first finger (vs. on first and
second fingers), having orange pectoral glands
(vs. light yellow), a relatively longer and nar-
rower head in males (HL/SVL 0.37 vs. 0.30—
0.34, HW/HL 1.32 vs. 1.45-1.55), a relatively
smaller interorbital distance in males (IND/
IOD 0.83 vs. 0.66—0.76), and relatively smaller
eyes in males (ED/HL 0.20 vs. 0.31-0.33).

Brachytarsophrys jinxiuensis sp. nov. can
be distinguished from B. orientalis by male
with nuptial pad on first finger (vs. on first
and second fingers), having orange pectoral
glands (vs. yellowish), large yellow spots on
crotch and lower flank and base of thigh (vs.
small cream yellow spots on sides of body),
blood red upper iris (vs. brownish), a relative-
ly shorter and wider head in males (HL/SVL
0.37 vs. 0.41-0.43, HW/HL 1.32 vs. 1.17-
1.26), a relatively longer snout in males (SL/
HL 0.33 vs. 0.27-0.31), relatively smaller eyes
in males (ED/HL 0.20 vs. 0.26-0.32, ED/SVL
0.07 vs. 0.11-0.14), and relatively shorter feet
in males (FL/SVL 0.42 vs. 0.58-0.65).

https://www.doi.org/10.33910/2686-9519-2026-18-2-586-598



S. Liu, M. Hou, D. Rao

SYS a005310 1 Arvmpanophrys shapingensis

1/100]

ROM 23794 1 Brachytarsophrys intermedia
no0[ KIZ 024170

17100

1/100

0.050

(e

values are denoted beside each node, “-

17100 SYS a004926

11100 Yuan25291
Yuan25290
SWU 0004072
SWU 0002976

17100 C1B LB20210806055
4‘ [CIB LB20210806053
CIB LB20210806054
CIB LB202 10806056

1/100

| SYS a004209

/100

LI SYS a001866

i SYS a001864
SYS a001865

| 1100) YTP34994

Fig. 1. Bayesian tree of the genus Brachytarsophrys inferred from the concatenated
mitochondrial COI and cytb dataset. Bayesian posterior probability values/ML bootstrap
represents values below 0.9/90

Puc. 1. OuaoreHeTuyeckoe AepeBO poaa Brachytarsophrys, moCTpoeHHOe Ha OCHOBe
00'beAVIHEHHBIX AQHHBIX MUTOXOHAPUaAbHbIX reHoB COI u cytb. 3Hauenus anocrepuopHon
BeposiTHOCTK baiteca/3HayeHus1 OyTcTpamna MakCMMAAbHOIO IPaBAOIMOAOOMS 0003HAYEHbI
PSIAOM C K@XXABIM yY3AOM, «-» 0003HavyaeT 3HaueHus HbKe 0,9/90

K3001
KIZ 024429

:| Brachyiarsophrys carinense
KIZ 024640

SYS 2004927 :| Brachytarsophrys chuannanensis

Voo KIZ 046706
SYS a003913

] Brachytarsophrys feae
SYS a003912

} Brachytarsophrys wenshanensis

SYS a002236
8YS a005919
YPX43968
8YS a007853
SYS 007775
SYS a007774
SYS a007777
SYS a007776
SYS a007790

Brachytarsophrys platyparietus

] Brachytarsophrys giannancisis

SYS a003249
SYS a003340
SYS a004227
SYS a004486
SYS a005451
SYS a004225
SYS a004226
SYS a004228
GXNU YU000905
GXNU YU000903
GXNU YU000910
GXNU YU0009504
GXNU YU000906
GXNU YU000907
GXNU YU000908
GXNU YU000909

Brachytarsophrys orientalis

1/100

Brachytarsophiys guilinensis

} Brachytarsophrys popei

KIZ2019035 ] Brachyiarsophrys jinxiuensis sp. nov.

11100 GIB1972725
Brachytarsophrys wui

YTP34995

:| Brachytarsophrys cf. popei
YTP34996

Brachytarsophrys jinxiuensis sp. nov. can
be distinguished from B. popei by male with
nuptial pad on first finger (vs. on first and sec-
ond fingers), having orange pectoral glands
(vs. yellowish), a light brown ventral surface of
body with indistinct gray patches (vs. brown-
black with small white spots), blood red up-
per iris (vs. brownish), a relatively shorter
and wider head in males (HL/SVL 0.37 vs.
0.40-0.43, HW/HL 1.32 vs. 1.18-1.26), a rela-
tively smaller interorbital distance in males
(IND/IOD 0.83 vs. 0.60-0.71, IOD/HW 0.26
vs. 0.29-0.35), relatively smaller eyes in males
(ED/HL 0.20 vs. 0.25-0.33, ED/SVL 0.07 vs.
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0.11-0.14), and relatively shorter feet in males
(FL/SVL 0.42 vs. 0.57-0.63).
Brachytarsophrys  jinxiuensis sp. nov.
can be distinguished from B. wui by male
with nuptial pad on first finger (vs. on first
and second fingers), having orange pecto-
ral glands (vs. yellowish), blood red upper
iris and reddish brown lower iris (vs. wholly
brownish red), a light brown ventral surface
of body with indistinct gray patches (vs. gray
with off-white spots), a smaller body size in
males (SVL 81.5 mm vs. 88.1-93.2 mm), a
relatively narrower head in males (HW/HL
1.32 vs. 1.39-1.57), a relatively longer snout
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Fig. 2. oltype (1(12201905) of Bmchymrophrys jinxuensis sp. nov. in life. (A) Dorsal
view; (B) left view; (C) ventral view; (D) closeup view of the crotch region

Puc. 2. Toarotun (KI1Z2019035) Brachytarsophrys jinxiuensis sp. nov. B >XUBOM COCTOsIHUM. (A)
Bup cBepxy; (B) Bup caeBa; (C) Bup cuusy; (D) KpynHbIL TAQH 06AACTY IIPOMEKHOCTU

in males (SL/HL 0.33 vs. 0.16—-0.20, SL/SVL
0.12 vs. 0.06-0.07), and relatively smaller eyes
in males (ED/HL 0.20 vs. 0.24—0.33) (Table 5).

Natural history. The specimen of the
new species was found under a large rock in
a stream. No calls were heard and no eggs
and tadpoles were found. Other amphibians
found at the site include Gracixalus jinxiuen-
sis (Hu, 1978), Nidirana yaoica Lyu, Mo, Wan,
Li, Pang & Wang, 2019, Quasipaa shini (Ahl,
1930), Zhangixalus minimus (Rao, Wilkinson
& Liu, 2006), and Theloderma rhododiscus
(Liu & Hu, 1962).

Distribution. This species is currently
known only from the type locality in Jinxiu
County, Laibin City, Guangxi Zhuang Auton-
omous Region, China (Fig. 4).
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Discussion

Wu et al. (Wu et al. 2025) revealed that the
Brachytarsophrys popei sensu lato was com-
posed of two highly divergent lineages. How-
ever, due to no distinct morphometric dif-
ference between the two lineages found, Wu
et al. (Wu et al. 2025) did not split the B. popei
sensu lato. In this study, the two lineages of the
B. popei sensu lato did not form a monophyly,
but one formed a clade sister to B. guilinensis,
representing the B. popei sensu stricto as it in-
cludes the type specimens of B. popei, while
another formed a clade sister to B. wui, which
we speculate represents an undescribed spe-
cies. Although the genetic distances between
these two lineages were relatively large (3.4 %
in COI and 3.2 % in cytb), considering the
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A

5 mm

B

HOAOLLIBCHHOIZ CTOPOHBI A€BOJ CTOIIbI

Fig. 3. Close-up views of the hand and foot of the holotype (KIZ2019035) of Brachytarsophrys
jinxiuensis sp. nov. in preservative. (A) volar view of the left hand; (B) plantar view of the left foot

Puc. 3. Kpynubie naanbl kuctu u crombsl roaorumna (KIZ2019035) Brachytarsophrys
jinxiuensis sp. nov. B KoHcepBaHre. (A) BUA C BHYTPEeHHeEN CTOPOHBI AeBoiT KucTH; (B) Bua ¢

very low nodal supports, we tentatively refer
to the second clade as B. cf. popei. In view of
the conservative morphology, more research
methods, such as bone scanning through
micro-CT, may reveal whether there is stable
morphological difference between this clade
and the true B. popei and whether it repre-
sents a new species.

Most species of the genus Brachytar-
sophrys inhabit relatively low altitude areas
(below 1,000 m a. s. L.), such as B. carinense,
B. chuannanensis, B. guilinensis, B. orienta-
lis, and B. wui; while some species inhabit
mid altitude areas (1,000-1,500 m a. s. L.),
such as B. popei, B. qiannanensis, B. wen-
shanensis, and Brachytarsophrys jinxiuensis
sp. nov.; and a few species inhabit relatively
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high altitude areas (above 1,500 m a.s. l.),
such as B. feae, B. intermedius, and B. platy-
parietus (AmphibiaChina 2026; Frost 2026).
Compared to its four closely related spe-
cies, Brachytarsophrys jinxiuensis sp. nov.
is distributed at an altitude similar to that
of B. popei, but higher than the other three
species. However, due to the limited sample
size, the altitude span of the distribution of
Brachytarsophrys jinxiuensis sp. nov. is still
unknown. Although the species of Brachy-
tarsophrys are distributed at different alti-
tudes, their living environments are similar,
with a preference for rivers or streams with
many large rocks. Unsurprisingly, Brachy-
tarsophrys jinxiuensis sp. nov. was also
discovered in a stream full of large rocks.
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Fig. 4. Map showing the type localities of the new species and its closely related congeners.
Red star: Brachytarsophrys jinxiuensis sp. nov., blue star: B. guilinensis, green star:
B. orientalis, purple star: B. popei, yellow star: B. giannanensis, and white star: B. wui
Puc. 4. Kapra, mnokaspiBaiolas TUIIOBble MECTOHAXOXAEHMSI HOBOIO BUAA U
OAM3KOPOACTBEeHHBIX BUAOB. KpacHast 3Be3pa: Brachytarsophrys jinxiuensis sp. nov.; CUHsIsI
3Be3pa: B. guilinensis; 3eaeHas 3Be3pa: B. orientalis; duoreToBas 3Be3pa: B. popei; xeatast
3Be3pa: B. giannanensis; 6eaas 3Be3pa: B. wui

Therefore, rivers or streams with many large
rocks seem to be necessary habitats for the
survival of species of the genus Brachytar-
sophrys.

Perhaps it was due to the low popula-
tion density of this species, or because of their
secretive habit, or because it was the non-
breeding season of the species, only one spec-
imen of the new species was collected. Field
survey should be strengthened in the future

Amurian Zoological Journal, 2026, vol. XVIII, no. 2

to clarify the population density and distribu-
tion range of this species, and to evaluate its
conservation status.
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